Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.044; wR factor = 0.147; data-to-parameter ratio = 17.8.
In the title compound, C 14 H 13 NO 4 S, the dihedral angle between the aromatic rings is 35.47 (10) . In the crystal, adjacent molecules are connected by pairs of O-HÁ Á ÁO hydrogen bonds, forming head-to-head centrosymmetric dimers typical for carboxylic acids. Adjacent dimers are further linked through C-HÁ Á ÁO interactions on one side and N-HÁ Á ÁO interactions on the other, generating [010] chains.
Related literature
For background to the biological activity of sulfonamides, see: Hanson et al. (1999) Table 1 Hydrogen-bond geometry (Å , ). Hanson et al., 1999) . In the present paper, the structure of the title compound, (I), is reported. Bond lengths and bond angles of the title molecule are similar to those of the related molecules (Gowda et al., 2007; Arshad et al., 2008; Shafiq et al., 2009) and are within normal ranges. In the crystal, each molecule is linked to its adjacent one through head-to-head pairs of O-H···O inter molecular interactions giving rise to dimeric motifs typical for carboxylic acids. Neighbouring dimers are further linked to each other through C-H···O interactions on one side and through N-H···O on the other side along b axis (Fig. 2 ).
Experimental
To a mixture of p-amino benzoic acid (1.0 g, 7.3 mmoles) and distilled water (10 ml) in a round bottomflask (25 ml) 1M aqueous sodium carbonate solution was added to maintain the pH between 8-9. Tosyl chloride (1.66 g, 8.70 mmol) was added to this solution and was kept stirred at room temperature untill the suspension changed to a clear solution. pH of the reaction mixture was adjusted to 1-2, using 1 N HCl and the precipitates obtained were filtered, washed with distilled water, dried and recrystallized from methanol to yield colourless needles of (I).
Refinement
The aromatic C-H H-atoms were positioned with idealized geometry with C-H = 0.93 Å and were refined using a riding model with U iso (H) = 1.2 U eq (C). The O-H H-atom was also positioned with idealized geometry with O-H = 0.82 Å and was refined using a riding model with U iso (H) = 1.5 U eq (O). The N-H H atom were located in difference map and its position refiined freely to N-H= 0.82 (2) Å, U iso (H) = 1.2U iso (N). Three reflection 011, 001 and 002 were omitted in the final refinement as these were obscured by beam stop. Figures   Fig. 1 . The moleuclar structure of (I) with displacement ellipsoids drawn at the 50% probability level.
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